An Edwardsiella piscicida-like species is a Gram-negative facultative anaerobe that causes disease in some fish species. In this report, we present the complete and annotated genome of isolate LADL05-105, recovered from cultured tilapia reared in Louisiana, which contains a chromosome of 4,142,037 bp and no plasmids.
he genus Edwardsiella, first recognized in the 1960s (1) , is a diverse group of Gram-negative bacteria that infect a range of mammalian, avian, reptilian, and fish hosts worldwide (2) . Until recently, the genus consisted of three taxa: E. hoshinae, E. ictaluri, and E. tarda (3) . Research into the heterogeneity of E. tarda utilizing multilocus sequence analysis, comparative phylogenomic analysis, phenotypic characterization, and DNA-DNA hybridization identified three genetically distinct taxa, resulting in the adoption of E. piscicida and the identification of a group of isolates presently referred to as E. piscicida-like species (3) (4) (5) (6) . In 2015, an isolate from this E. piscicida-like sp. group (Edwardsiella strain 080813) was designated the type strain of the recently proposed taxon, E. anguillarum sp. nov. (7) . Furthermore, research has shown an apparent difference in mortality in channel catfish infected with E. tarda, E. piscicida, and E. piscicida-like species (8) .
Genomic DNA from E. piscicida-like sp. isolate LADL05-105 was sequenced using two method, Illumina (36ϫ coverage) and Pacific Biosciences (Pac-Bio) (113ϫ coverage). The PBcR module of wgs-8.2beta (Celera) (9, 10) was used to identify the longest 40ϫ coverage Pac-Bio reads, which were corrected with the remaining Pac-Bio data. The longest 25ϫ coverage of corrected sequence was assembled into a single, circular chromosome. Illumina sequencing reads were mapped to the assembled chromosome with Bowtie2 (11) to correct variations in homopolymer lengths and the consensus sequence was produced using VarScan version 2.3.7 (12) .
The circularized and completed genome was submitted to the National Center for Biotechnology Information Prokaryotic Genomes Annotation Pipeline (PGAP) for annotation and submission to GenBank. The genome data was also subjected to RAST (13, 14) Nucleotide sequence accession number. The complete genome sequence for Edwardsiella piscicida-like sp. isolate LADL05-105 has been deposited in GenBank under the accession number CP011516.
